. Effect of Se diets on mouse liver and brain metabolomes. Related to Figure 2 , Figure S2 , Tables S1and S2, and File S1. Table S3 , and File S3. Table S1 . Commonly enriched metabolic pathways in brain and liver in response to selenium diets (p<0.05) (A) and (p<0.01) (B). Related to Figures 2 and 3, Figures S1 and S3, and File S1. Table S2 . Metabolites associated with selenium deficiency in liver. Related to Figure 5 , Figure S1 and S2, and File S1. Table S3 . microRNAs differentially expressed in response to selenium diets. Related to Figure 6 , Figure S6 , and File S3.
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SUPPLEMENTAL FILES (SEPARATE EXCEL FILES)
File S1. Metabolite profiling data. Related to Figures S1and S2, and Tables S1 and S2 . Tables S1  and S2 , and File S1. Figure S2B , methionine sulfoxide, 5-adenosylhomocysteine, and methionine were also altered by Se toxicity ( Figure 3A ). TIC represents total ion count. Table S3 , and File S3.
(A) Ten miRNAs were found to be changed in the 0 vs 0.1 ppm comparison and 30 in the 0 vs 0.4 ppm comparison. Se toxicity altered 22 and 26 miRNAs relative to 0.4 ppm and 0.1 ppm samples, respectively. Expression of miR-770-3p was increased by Se toxicity which potentially target Szrd1 (ENSMUSG00000040842), Pttg1ip (ENSMUSG00000009291), Rbm14 (ENSMUSG00000006456), and (MaoB, ENSMUSG00000040147) that target tyrosine (p=2.2132E-10) and tryptophan (p=2.8886E-04). TIC represents total ion count. (B) 75 Se-labeling patterns (representing selenoprotein expression) of mouse primary hepatocytes are shown which were provided with miRNA Hairpin inhibitors. Cells were labeled with 75 Se for 24 h, proteins were separated by SDS-PAGE, and incorporation of 75 Se was visualized with a PhosphorImager. Migration of two major liver selenoproteins, Txnrd1 (TR1) and GPx1, is indicated. (C) Differentially expressed miRNAs. miRNAs with altered expression in response to dietary Se, as assessed by NanoString nCounter miRNA expression assays, are shown. Data are shown in mean count ± SD for three independent experiments. miRNAs that differed in at least one comparison are shown. Table S2 . Metabolites associated with selenium deficiency in liver. Related to Figure 5 , Figure S1 and S2, and File S1.
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